Paee 1 of 7 



1636 



c--> 
c--> 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/54 0 , 24 5A 



DATE: 12/06/2000 
TIME: 13:00:35 



Input Set : A:\3eqlist.txt 

Output set:: N:\CRF3\I2 062000\l54024 5A.raw 

3 <110> APPtlCAWT : Goodman, Corey 

4 Kid, Thomas 

5 Brose, Katja 

6 lessier-Laviqne, Marc 

8 <120> rrrtE of irTVENTION: Modulating Robo : Liqand Interactions 

10 <13 0> FILF: REFERENCE: BOB -03 1-3 

12 <I40> CURRENT APPLICATION NUMBER: US/09/54 0 , 24 5A 

13 <i41> CURRENT FILING DATE: 2000-03-31 

15 <150> PRIOK APPLICATTON NUMBER: 60/065,544 

16 <151> PR TOP FILING DATE: I997-.ll-:i4 

18 <15 0> PRIOR APPLICATION NUMBER: 60/081,057 

10 <151> PRIOR FILING DATE: 19 98-04-07 

21 <160> NUMBER OF SEQ ID NOS : 20 

23 <170> SOFTWARE: Patentin Ver . 

2 5 <210> SEO ID NO; 1 

2 6 <211> LENGTH: 4 7 58 



2.0 



DECEIVED ^ 



ENTERED 



27 


<212> TYPE: 


DNA 




























28 


<213> ORGANISM: 


human 
























3 0 


<2 20> FEATURE: 




























31 


<2 21> NAME/ KEY: 


CDS 


























3 2 


<2 2 2> LOCATION: 


(1) 


. (4 575) 






















34 


<4 00> SEQUENCE: 


1 


























36 


atq 


cgc 


qgc 


gtt 




tqq 


cag 


atg 


ctg 


tec 


ctg 


tcq 


ctg 


999 


tta 


gtg 


4 8 


37 


Met 


Arq^ 


Gly 


Va i. 


Gly 


Trp 


G.l.n 


Met 


Leu 


ser 


Leu 


Ser 


Leu 


Gly 


Leu 


Val 




38 


1 






5 










10 










15 






4 0 


ctg 




ate 


ctg 


aeic 


aag 


gtg 


gca 


ccg 


cag 


gcg 


tgc 


CCq 


gcg 


cag 


tgc 


9 6 


41 


Leu 


Ala 


He 


Leu 


Asn 


Lys 


Va 1 


Ala 


Pro 


Gin 


Ala 


Cys 


Pro 


Ala 


Gin 


Cys 




42 








20 










25 










30 








4 4 


Let 


tgc 


teg 


qgc 


age 


aca 


9tg 




tgt 


cac 




ctg 


gcg 


ctg 


cgc 


age 


144 


4 5 


Ser 


Cys 


Ser 


Gly 


Ser 


Thr 


Val 


Asp 


Cys 


His 


Gly 


Leu 


Ala 


Leu 


Arg 


Ser 




4 6 






35 










4 0 










4 5 










4 8 


gtg 


ccc 


agg 


aa t 


ate 


ccc 


cgc 


aac 


acc 


gag 


aga 


ctg 


gat 


tta 


aat 


gga 


192 


4 9 
50 


Va 1 


Pro 
50 


Arg 


Asa 


He 


Pro 


Arg 
5 5 


Asn 


Thr 


Glu 


Arq 


Ijeu 
60 


Asp 


Leu 


Asn 


Gly 




52 


aa t 


aac 


ate 


aea 


aga 


att 


acq 


aag 


aca 


gat 


ttt 


get 


ggt 


ctt 


aga 


cat 


240 


5 3 


Asn 


Asn 


Tie 


Ihr 


Arq 


He 


Thr 


Lys 


Thr 


Asp 


Phe 


Ala 


Gly 


Leu 


Arg 


His 




54 


65 










70 










75 










80 




56 


eta 


aga 


qtt 


ctt 


cag 


ctt 


atg 


yag 


aat 


aag 


att 


age 


acc 


att 


gaa 


aga 


288 


57 


Leu 


Arg 


Val 


Leu 


Gin 


Leu 


Met 


Glu 


Asn 


Lys 


He 


Ser 


Thr 


He 


Glu 


Arg 




58 










85 










00 










95 






60 


qqa 


qca 


ttc 


cag 


ga t 


ctt 


aaa 


gaa 


eta 


gag 


aga 


ctg 


cqt 


tta 


aac 


aga 


3 36 


6.1 


Gly 


Ala 


Phe 


Gin 


Asp 


Leu 


Lys 


Gl u 


Leu 


Glu 


A r:q 


Leu 


Arg 


Leu 


Asu 


Arg 




62 








TOO 










105 










HO 








64 


aa t 


cac 


cut 


cag 


Ctg 


ttt 


cct 


gag 


ttg 


ctg 


ttt 


ctt 


999 


a ct 


gcg 


aag 


384 


65 


Asn 


His 




Gin 


Leu 


Phe 


Pro 


Glu 


Leu 


Leu 


Phe 


Leu 


Gly 


Thr 


Ala 


Lys 




66 






115 










12 0 










125 










68 


eta 


tac 


agg 


ctt 


gat 


etc 


agt 


gaa 


aac 


caa 


att 


cag 


gca 


ate 


cca 


agg 


432 
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69 


Leu 


Ty.r 


A.rg 


Le u 


Asp 


Leu 


Ser 


Glu 


Asa 


Gin 


He 


Gin 


Ala 


lie 


Pro 


Arg 




7 0 




1 3 0 










13 5 










14 0 












/ ^ 


f3 a a 


qct 


ttc 


cgt 




g ea 


gtt 


a c 


ata 


aaa 


aat 


ttg 


caa 


ctg 


gat 


tac 


4 8 0 


7 3 


Lys 


Ala 


P]ie 


Arg 


G 1 y 


Ala 


Va 1 


Asp 


lie 


Lys 


.Asn 


Leu 


Gin 


Leu 


Asp 


I'yr 




7 4 


1 4 5 










15 0 










155 










160 




7 6 


aac 


cay 


cite 


d 9C 


tq t 


a tt 


gaa 


gat 


ggg 


gea 


ttc 


agg 


get 


etc 


egg 


gac 


5 23 


77 


Asn 


Gin 


11 e 


Ser 


Cys 


I le 


Glu 


As p 


Gly 


Ala 


Phe 


Arg 


Ala 


Leu 


Arg 


Asp 




7 R 










16 5 










17 0 










175 






8 0 


ctg 


gar3 


gtg 


etc 


act 


ctc 


a a c 


a at 


aac 


a ae 


at t 


act 


a ga 


ctt 


tct 


gtg 


5 7 6 


B 1 


Leu 


COlu 


Val 


Leu 


Thr 


Leu 


Asn 


As n 


Asn 


Asn 


lie 


Thr 


Arg 


Leu 


Ser 


Val 




32 








IBO 










18 5 










190 








84 


qca 


agti 


ttc 


aac 


c a t . 


a tg 


cct 


aaa 


ctt 




act 


ttt 


cga 


ctg 


eat 


tea 


6 24 


8 5 


A. La 


Ser 


I'he 


Asn 


His 


Met 


Pro 


Lys 


Leu 


Arg 


T hr 


Phe 


Arg 


Leu 


H is 


Ser 




B 6 






19 5 










200 










205 










8 8 


aac 


aac 


ctg 


tat 


tyt 


gac 


tgc 


cac 


ctg 


gee 


tgg 


etc 


tee 


gac 


tgg 


ett 


6 72 


8 9 


Asn 


Asn 


Leu 


Tyr 


Cys 




Cys 


Hi.s 


Leu 


Ala 


Trp 


Leu 


Ser 


Asp 


Trp 


Leu 




90 




210 










215 










220 












92 


cgc 


ac^a 


aqg 


cct 


egg 


gtt 


ggt 


ctg 


tac 


act 


cag 


tgt 


atq 


ggc 


ccc 


tec 


720 


93 


Arg 


Lys 


Arg 


Pro 


Arg 


Val 


Gly 


Leu 


Tyr 


Thr 


Gin 


Cys 


Met 


Gly 


Pro 


Ser 




94 


225 










230 










235 










24 0 




96 


cac 


ctg 


aga 


ggc 


eat 


aat 


gta 


gee 


gag 


gtt 


caa 


aaa 


ega 


gaa 


ttt 


gtc 


758 


97 


His 


Le a 


Arg 


Gly 


His 


Asn 


Val 


Ala 


Glu 


Vai 


Gin 


Lys 


Arg 


Glu 


Pile 


Val 




98 










2-^5 










250 










255 






100 


tgc 


a 9 t 


gat 


gag 


gaa 


gaa 




cac 


cag 


tea 


ttt 


atg 


get 


cct 


tet 


tgt 


316 


101 


Cys 


Se r 


Asp 


Glu 


Glu 


Glu 


Gly 


His 


Gl n 


Ser 


Phe 


Met 


Ala 


Pro 


Ser 


Cys 




1 (} 2 








260 










265 










270 








1 0 4 


aqt 


gtt 


ttg 


cac 


tqc 


cct 


gee 


gee 


tgt 


acc 


tgt 


age 


aac 


aat 


ate 


gta 


8 6 4 


10 5 




Val 


Leu 


His 


Cys 


Pro 


Ala 


Ala 


Cys 


Thr 


Cys 


Ser 


Asn 


Asn 


He 


Vai 




1 0 6 






27 5 










28 0 










28 5 










1 08 


gac 


tgt 


cgt 


ggg 


aaa 


ggt 


etc 


act 


yag 


ate 


ccc 


aca 


aa t 


ctt 


cca 


gag 


912 


109 


Asp 


Cys 


Arg 


Gly 


Lys 


G.ly 


Leu 


Thr 


Glu 


He 




Thr 


As n 


Leu 


Pro 


Gin 




110 




290 










295 










300 












.112 


acc 


ate 


aca 


gaa 


a ta 


cgt 


ttg 


gaa 


cag 


a a c 


aca 


ate 


aaa 


gtc 


ate 


cct 


960 


1 1 3 


Thr 


lie 


Thr 


Glu 


lie 


Arg 


Leu 


Glu 


Gin 


Asn 


Thr 


lie 


Lys 


Val 


lie 


Pro 




114 


305 










3 1 0 










315 










320 




116 


cct 


gga 


get 


ttc 


tea 


cca 


tat 


aaa 


aag 


ctt 


aga 


ega 


a tt 


gac 


ctg 


age 


100 8 


117 


Pro 


Giy 


Al a 


Phe 


Ser 


Pro 


Tyr 


Lys 


Lys 


Leu 


Arg 


Arg 


lie 


Asp 


Leu 


Ser 




118 










325 










330 










3 35 






120 


aa t 


aat 


cag 


ate 


tet 


gaa 


ctt 


qca 


cca 


gat 


get 


ttc 


caa 


gga 


eta 


cgc 


1056 


121 


Asn 


Asn 


Gin 


lie 


Ser 


Glu 


Leu 


Ala 


Pro 


Asp 


Ala 


Phe 


Gin 


Gly 


Leu 


Arg 




122 








340 










345 










350 








124 


tot 


ctg 


aat 


tea 


ett 


gtc 


etc 


tat 


gga 


aat 


aaa 


ate 


aca 


gaa 


etc 


eee 


1104 


125 


Ser 


Leu 


As n 


Ser 


Leu 


Val 


Leu 


Tyr 


Gly 


Asn 


Lys 


lie 


Thr 


Glu 


Leu 


Pro 




126 






355 










3 60 










365 










128 


aaa 


agt 


tta 


ttt 


gaa 


gga 


ctg 


ttt 


tec 


tta 


cag 


etc 


eta 


tta 


ttg 


aat 


115 2 


129 


Lys 


ser 


Leu 


Phe 


Glu 


Gly 


Leu 


Phe 


Ser 


Leu 


Gin 


Leu 


Leu 


Leu 


Leu 


As n 




130 




370 










375 










380 












132 


gcc 


aac 


aag 


a ta 


aac 


tge 


ctt 


egg 


g ta 


ga t 


get 


ttt 


cag 


gat 


etc 


cac 


12 00 


133 


Ala 


Asn 


Lys 


Tie 


As n 


Cys 


Leu 


Arg 


Val 


Asp 


Ala 


Phe 


Gin 


Asp 


Leu 


His 
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13 4 


3 8 5 










3 9 0 










3^5 










,1 A A 
'I U U 




.1 J D 


0 d C 


t tg 


0 a c 


c 1 1 


etc 


tec 


eta 


ta L 


ga c 


aac 


aag 


ct t 


cag 




ate 


gee 


T 0 A 0 


13 7 


Asri 


Leu 


Asn 


Leu 


Leu 


Ser 


Leu 


Ty r 


Asp 


Asn 


Ly s 


Leu 


Gi n 


r K v 
L n J. . 




Al a 




1 3 B 










4 0 5 










4 1 0 










415 






1 '1 n 

1h\J 








ttt 


tea 


cet 


c u u 


<^99 




a t t 




act 


a -g 


cat 


r i- n 


gee 


9 Q ^; 


1 ■ 1 1 


Ly s 


Gly 


'.[ hi? 


P h e 


Ser 


P ro 


Leu 


A rg 


Ala 

A. La 


.1 J.C 


r 1 
ux 11 


Thr 


Met 


11 i s 


Leu 


til cl 




1 4 2 








4 2 0 










4 2 5 










4 3 0 








14 4 




aa c 


ccc 


tt t 


a 1 1 


tgt 


g a c 


tgc 


ca t 


etc 


aag 


tgg 


eta 


9 ^- 9 


gat 


ta t 


134 4 


14 5 


C In 


As n 


P ro 


Phe 


1 ].e 


cys 


ASf) 


Cys 


ILl s 


.Leu 


Lys 


Trp 


[..eu 


Ala 


Asp 


Tyr 




1 A 6 






4 3 5 










4 4 0 










4 4 5 










14 8 


etc 


cat 


acc 


aac 


ccg 


a tt 


9^9 


acc 


agt 


ggt 


gcc 


cgt 


tge 


acc 


age 


ccc 


13 92 


14 9 


i.eu 


H .1 s 


Thr 


Asn 


P.ro 


Tie 


G.Iu 


Thr 


Ser 


G J.y 


Al a 


Arg 


Cys 


Thr 


Ser 


Pro 




150 




4 5 0 










4 55 










460 












15 2 


CCJC 


t:gc 


c t g 


gca 


aac 


aa a 


aga 


a tt 


99a 


cag 


ate 


aaa 


age 


aag 


aaa 


tte 


1 4 4 0 


153 


Ary 


Arg 


Leu 


Ala 


Asn 


Lys 


Arg 


1 le 


Gly 


Gin 


lie 


Lys 


Ser 


Lys 


Ly s 


Phe 




154 


4 6 5 










4 7 0 










4 7 5 










4 3 0 




156 


cgt 


tg t 


tea 


ggt 


aca 


gaa 


gat 


tclt 


eg a 


tea 


aaa 


t ta 


a g t 


99^ 


gac 


tgc 


14 88 


157 


Arg 


Cys 


Ser 


Gly 


Th.r 


Clu 


Asp 


ryr 


Arg 


Ser 


Lys 


Leu 


Ser 


Gly 


Asp 


Cys 




15 8 










4 8 5 










4 9 0 










4 9 5 






16 0 


ttt 


qcg 


gat 


ctg 


get 


tge 


cc t 


gaa 


aag 


tgt 


cgc 


tg t 


gaa 


gqa 


acc 


aca 


15 3 6 


161 


Plie 


Ala 


Asp 


Leu 


Ala 


Cys 


Pro 


Giu 


Lys 


Cys 


Arg 


Cys 


Giu 


G .1 y 


Tltr 


111 1; 




162 








500 










50 5 










510 








1.64 


gta 


gat 


tgc 


tc t 


aat 


caa 


aag 


Ct-C 


aac 


aa a 


a tc 


ccg 


9^9 


cac 


att 


ccc 


1584 


16 5 


Vai 


Asp 


Cys 


Ser 


Asn 


Gin 


Lys 


LOU 


As n 


Lys 


lie 


Pro 


Giu 


His 


lie 


P.ro 




16 6 






5 ]. 5 










520 










52 5 










16 3 


cay 


tac 


act 


gca 


gag 


ttg 


cgt 


CLC 


aat 


aat 


aat 


gaa 


tt t 


acc 


gtg 


ttg 


163 2 


169 


Gl n 


Tvr 


Ih.r 


AJ a 


Giu 


Leu 


Arg 


Leu 


Asn 


Asn 


Asn 


Giu 


Phe 


Thr 


Va 1 


Leu 




170 




53 0 










535 










54 0 












172 


gaa 


gcc 


aca 




ate 


ttt 


aag 


aaa 


c 1 1 


cct 


caa 


tta 


cgt 


aaa 


a ta 


aac 


1 6 8 0 


173 


Giu 


Ala 


T lir 


G 1. y 


I le 


Phe 


Lys 


Lys 


Leu 


Pro 


Gin 


Leu 


Arg 


Lys 


lie 


Asn 




174 


54 5 










550 










555 










560 




17 0 


ttt 


age 


aac 


a at 


aag 


a tc 


aca 


ga t 


att 


ciag 


gag 


gga 


gea 


ttt 


gaa 


gga 


17 28 


17 7 


Pile 


Ser 


Asn 


Asn 


Lys 


lie 


Thr 


Asp 


lie 


Giu 


Giu 


Gly 


Ala 


Phe 


Giu 


Gly 




178 










56 5 










570 










575 






1 B 0 


cjca 


te t 


ggt 


g t.a 


aat 


gaa 


atia 


ct t: 


c tt 


acg 


agt 


aa t 


eg t: 


tJ:g 


gaa 


aat 


17 7 6 


1 Bl 


Ala 


Ser 


G 1 y 


Val 


Asn 


G 1 u 


lie 


Leu 


Leu 


Thr 


Ser 


Asn 


7\rg 


Leu 


Giu 


Asn 




182 








580 










585 










590 








184 


gtg 


cag 


cat 


aag 


atg 


tte 


aag 


993 


ttg 


gaa 


age 


etc 


aaa 


act 


ttg 


a tg 


1824 


18 5 


va 1 


Gin 


His 


Lys 


Met 


Phe 


Lys 


Gly 


Leu 


Giu 


Ser 


Leu 


Lys 


Thr 


Leu 


Met 




18 6 






595 










60 0 










6 05 










188 


ttg 


aga 


age 


aat 


cga 


ata 


acc 


tgt 


9t9 


999 


aat 


gac 


agt 


tte 


ata 


gga 


1872 


189 


Leu 


Arg 


Ser 


Asn 


Arg 


Lie 


Thr 


Cys 


Val 


Gly 


Asn 


Asp 


Ser 


Phe 


lie 


Gly 




190 




610 










615 










620 












192 


etc 


agt 


t:c t 


gtg 


cgt 


ttg 


ct:t 


tc t 


ttg 


ta t 


gat 


aa t 


caa 


att 


act 


aca 


19 2 0 


193 


Leu 


Ser 


Ser 


Val 


A.r9 


Leu 


Leu 


Ser 


Leu 


Tyr 


Asp 


Asn 


Gin 


lie 


Thr 


Thr 




194 


625 










530 










635 










64 0 




196 


gtt 


gca 


cca 


999 


gca 


ttt 


gat 


act 


etc 


cat 


tct 


tta 


tct 


act 


eta 


aac 


19G8 


19 7 


Va I 


Ala 


Pro 


Gly 


Ala 


Phe 


Asp 


Thr 


Leu 


H i s 


Ser 


Leu 


Ser 


Thr 


Leu 


Asn 




198 










645 










650 










655 







file://C:\C.RF3\Outhold\Vsil540245A.htm 



12/6/00 



Page 4 of 7 



RAW SEQUENCE LISTING 

PATFJHT APPLICATION: US/09/540, 245A 



DA'iE : .12/06/2000 
TIME: 13:00:35 



Input Set : A: \seqlist , txt 

OuLpuL Set: N:\CRF3\12062000\I54024 5A.raw 



200 


etc 


tltcj 


g c c 


aa L 


cct 


L 1 1: 


aac 


tg t 


aac 


tgc 


tac 


ctg 


get 


Lgg 


Ltg 


gga 


2016 


201 


Leu 


Lou 


Ala 


Asn 


Pro 


Phe 


Asn 


Cys 


Asn 


Cy s 


Tyr 


Leu 


Ala 


rrp 


Lou 


Gly 




20 2 








6fa0 










665 










67 0 








204 


cjaa 


tqy 


c t g 


aga 


a aq 


aag 


aga 


a tit 


gLc 


acg 


gga 


aat 


cct 


aga 


tgt 


c a a 


206 4 


20 5 


Glu 


Trp 


Leu 


Arg 


Lys 


Lys 


Arg 


He 


Val 


Thr 


Gly 


Asn 


Pro 


Arg 


Cys 


Gin 




20 6 






67 5 










6 BO 










685 










20B 


aaa 


cea 


tac 


ttc 


cLg 


aaa 


gaa 


a ta 


cec 


ate 


cag 


gat 


gtg 


gcc 


att 


cag 


2112 


209 


Ly s 


Pro 


Tyr 


Phe 


Leu 


Lys 


Glu 


Tie 


Pro 


Tie 


Gin 


Asp 


Val 


Al a 


He 


G 1 n 




21 0 




690 










69 5 










700 












212 


gac 


ttc 


act 


Lgt 


gat 


gac 




aat 


gat 


gac 


aa t 


agt 


tgc 


tee 


cea 


ctt 


2160 


213 


Asp 


Pile 


Thr 


Cys 


Asp 


Asp 


Gly 


Asn 


Asp 


Asp 


Asn 


Ser 


Cys 


Ser 


Pro 


Leu 




214 


7 05 










710 










715 










720 




2 1 5 


tct 


eg c 


tgt 


cot 


fJCt 


gaa 


tgt 


act 


tgc 


Ltg 


9 a t 


aca 


gtc 


gtc 


eg a 


tgt 


22 08 


217 


Ser 


Arg 


Cys 


Pro 


Thr 


Glu 


Cys 


Th r 


Cys 


Leu 


As p 


Tlir 


Va 1 


Va 1 


Arg 


Cys 




218 










725 










730 










7 35 






220 


age 


aac 


aag 


ggt 


ttg 


aag 


g to 


ttg 


ccg 


aaa 


ggt 


att 


cca 


aga 


ga t 


gtc 


22 5 5 


221 


Ser 


Asn 


Lys 


Gly 


Leu 


Lys 


Val 


Leu 


Pro 


Lys 


Gly 


He 


Pro 


Arg 


A.sp 


Val 




222 








740 










74 5 










7 50 








224 


aca 


gag 


ttg 


tat 


ctg 


gat 




aac 


caa 


ttt 


aca 


ctg 


gtt 


cec 


aag 


gaa 


2304 


225 


Thr 


Glu 


Leu 


Tyr 


Leu 


Asp 


Gly 


Asn 


Gin 


Phe 


Tlir 


Leu 


Val 


Pro 


Lys 


Glu 




226 






755 










760 










765 










22B 


etc 


tec 


aac 


tac 


aaa 


cat 


tta 


aca 


ctt 


ata 


gac 


tta 


agt 


aac 


aac 


aga 


2352 


229 


r^eu 


Ser 


Asn 


Tyr 


Lys 


His 


Leu 


Thr 


Leu 


He 


Asp 


Leu 


Ser 


Asn 


Asn 


Arg 




2 30 




770 










77 5 










780 












232 


a ta 


age 


a eg 


ctt 


tct 


aat 


cag 


age 


ttc 


age 


aac 


atg 


acc 


cag 


etc 


etc 


2400 


233 


lie 


Ser 


Thr 


Leu 


Ser 


Asn 


C^In 


Se r 


Phe 


Ser 


Asn 


Met 


Thr 


Gin 


Leu 


Leu 




2 3 4 


785 










7 90 










795 










800 




23 6 


acc 


tta 


att 


ctt 


agt 


tac 


aac 


cgt 


ctg 


aga 


tyt 


att 


cct 


cct 


cgc 


acc 


24 48 


237 


'Dir 


Leu 


He 


Leu 


Ser 


ryr 


Asn 


Arg 


Leu 


Arg 


Cys 


He 


Pro 


Pro 


Arg 


Thr 




238 










805 










810 










815 






24 0 


ttt 


gat 




tta 


aag 


tct 


et:t 


eg a 


Lta 


ctt 


tct 


eta 


eat 


99 


a a t. 


gac 


2496 


241 


Phe 


Asp 


Gly 


Leu 


Lys 


Ser 


Leu 


Arg 


Leu 


Leu 


Ser 


Leu 


H is 


Gly 


Asn 


Asp 




24 2 








820 










82 5 










830 








24 4 


att 


tct 


gtt 


gtg 


cct 


gaa 


ggt 


gcL 


ttc 


aat 


gat 


ctt 


tct 


gca 


tta 


tea 


2544 


245 


lie 


Ser 


Val 


Val 


Pro 


Glu 


Gly 


Ala 


Phe 


Asn 


Asp 


Leu 


Ser 


Ala 


Le u 


Ser 




246 






835 










B4 0 










84 5 










24 3 


cat 


eta 


gca 


att 


gga 


gcc 


aac 


cct 


ctt 


tac 


tgt 


ga t 


tg t 


aac 


atg 


cag 


259 2 


24 9 


His 


Leu 


Ala 


He 


Gly 


Ala 


As 11 


Pro 


Leu 


Tyr 


Cys 


A-Sp 


cys 


As n 


Me t: 


Gin 




250 




850 










8 55 










860 












252 




tta 


tec 


gac 


Lgg 


9Lg 


aag 


teg 


gaa 


tat 


aag 


gag 


cct 


gga 


att 


get 


2 64 0 


253 


Trp 


Leu 


Ser 


Asp 


Trp 


Val 


Lys 


Ser 


Glu 


Tyr 


Lys 


Glu 


Pro 


Gly 


Tie 


Ala 




2 54 


865 










870 










875 










880. 




2 56 


eg t 


tgt 


get 




cct 




gaa 


atg 


gca 


gat 


aaa 


ctt 


tta 


etc 


aca 


act 


2688 


257 


Arg 


Cys 


Ala 


Gly 


Pro 


Gly 


Glu 


Met 


Ala 


Asp 


Lys 


Le u 


Leu 


Leu 


Thr 


Thr 




258 










885 










89 0 










895 






250 


cec 


tee 


aaa 


aaa 


ttt 


ace 


tgt 


caa 


9aL 


cct 


gtg 


gat 


gtc 


aa t 


att 


eta 


2736 


2Gi 


Pro 


Ser 


Lys 


Lys 


Phe 


Thr 


Cys 


Gin 


Gly 


Pro 


Val 


Asp 


Val 


Asn 


He 


Leu 




262 








900 










905 










91 0 








264 


get 


aag 


tgt 


aac 


ccc 


tgc 


eta 


tea 


aat 


ccg 


tgt 


aaa 


aat 


ga t 


ggc 


aca 


27 8 4 
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265 


Ala 


Lys 


Cys 


Asa 


Pro 


Cys 


Leu 


Ser 


Asn 


Pro 


Cys 


Lys 


Asn 


Asp 


Gly 


Thr 




26 6 






9 ].5 










9 20 










92 5 










2i>(i 


Lqt 


a a 


agt 


ga t 


cca 


gtt 


gac 


ttt 


tac 


cga 


tgc 


a c c 


tg t 


cca 


ta t 


ggt 


2 8 3 2 


2 6 9 


Cys 


Asn 


Ser 


Asp 


Pro 


Val 


Asp 


Phe 


Ty r 


A.rg 


Cys 


Thr 


Cys 


Pro 


'lyr 


G 1. y 




270 




9 3 (J 










935 










940 












2 7 2 


t Lc 


a a g 




ca g 


gac 


tgt 


ga t 


gtc 


cca 


a 1 1: 


ca t 


gcc 


tgc 


a tc 


agt 


a a c 


2B80 


27 3 


Phe 


Ly s 


Gly 


Gin 


Asp 


Cys 


Asp 


val 


Pro 


1 le 


Hi s 


Ala 


Cys 


He 


Ser 


Asn 




2 7 4 


945 










9 50 










95 5 










96 0 




'7 a 
2 / D 


CCfJ 


tgt 


aaa 


ca t 


gg^ 


gga 


act 


tgc 


cac 


tta 


aag 


gaa 


gga 


gaa 


gaa 


gat 


29 28 


277 


Pro 


Cys 


Lys 


His 


Gly 


Gly 


Thr 


Cys 


H is 


Leu 


Lys 


Glu 


Gly 


Glu 


Glu 


Asp 




278 










965 










970 










975 






280 


qga 


ttc 


tgg 


tgt 


att 


tgt 


get 


gat 


gga 


ttt 


gaa 


gg3 


gaa 


aa t 


tgt 


gaa 


2976 


281 


Gly 


Phe 


Trp 


Cys 


lie 


Cys 


Ala 


Asp 


Gi y 


Phe 


Glu 


Gly 


Glu 


Asn 


Cys 


Glu 




2B2 








9H0 










985 










99 0 








284 


uUc 


aac 


gtt 


gat 


ga t 


tgt 


gaa 


gat 


aa t 


gac 


tgt 


gaa 


aat 


aa t 


tct 


aca 


3 024 


28 5 


Val 


Asn 


Val 


Asp 


Asp 


Cys 


Glu 


Asp 


Asn 


Asp 


Cys 


Glu 


Asn 


Asn 


Ser 


Thr 




28 6 






995 








1000 








1005 










288 


tqt 


gtc 


ga t 


ggc 


att 


aat 


aac 


tac 


aca 


tgc 


ctt 


tgc 


cca 


cct 


gag 


tat 


3072 


2 8 9 


Cys 


Val 


Asp 


Gly 


Tie 


Asn 


Asn 


Tyr 


Thr 


Cys 


Leu 


Cys 


Pro 


Pro 


Glu 


Tyr 




290 


1010 








1015 








1020 












292 


aca 


ggt 


gag 


ttg 


tgt 


gag 


gag 


aag 


ctg 


gac 


ttc 


tgt 


gcc 


cag 


gac 


ctg 


3120 


293 


Thr 


G ly 


Glu 


Leu 


Cys 


Glti 


Glu 


Lys 


Ijeu 


Asp 


Phe 


Cys 


Ala 


Gin 


Asp 


Leu 




294 


1025 






1030 








103 5 








104 0 




296 


aac 


ccc 


tgc 


cag 


cac 


gat 


tea 


aag 


tgc 


ate 


eta 


act 


cca 


aag 


gga 


ttc 


3168 


29 7 


Asn 


Pro 


Cys 


Gia 


His 


Asp 


Ser 


Lys 


Cys 


Tie 


Leu 


Thr 


Pro 


Lys 


Gly 


Phe 




29 8 








1045 








10 5 0 








1055 






3 00 


aaa 


tgt 


gac 


tgc 


aca 


cca 


ggg 


tac 


g ta 


ggt 


gaa 


cac 


tgc 


gac 


ate 


gat 


3 216 


3 0.1 




Cys 


Asp 


Cys 


Thr 


Pro 


Gly 


Tyr 


Val 


Gly 


Glu 


His 


Cys 


Asp 


He 


Asp 




3 02 






1060 








1065 








1070 








3 04 


ttt 


gac 


gac 


tgc 


caa 


gac 


aac 


aag 


tgt 


aaa 


aac 


gga 


gcc 


cac 


tgc 


aca 


3264 


3 05 


Phe 


Asp 


Asp 


Cys 


Gin 


Asp 


Asn 


Lys 


Cys 


Lys 


As I! 


Gly 


Ala 


His 


Cys 


Thr 




3 06 




10 7 5 








10 8 0 








108 5 










3 08 


gat 


gca 


gtg 


aac 


ggc 


tat 




tgc 


ato 


tgc 


CCC 


gaa 


ggt 


tac 


agt 


gg*'' 


3 312 


3 09 


Asp 


Ala 


Val 


Asn 


Gly 


Tyr 


Thr 


Cys 


He 


Cys 


Pro 


Glu 


Gly 


Tyr 


Ser 


Gly 




310 


1090 








1095 








1100 












3 ]. 2 


ttg 


ttc 


tgt 


9^9 


ttt 


tct 


cca 


ccc 


atg 


gtc 


etc 


ce t 


cgt 


acc 


age 


ccc 


3 3 6 0 


313 


Leu 


Phe 


Cys 


Glu 


Phe 


Ser 


Pro 


Pro 


Met 


Val 


Leu 


Pro 


Arg 


Thr 


Ser 


Pro 




314 


1105 






1110 








1115 








1120 




316 


tgt 


gat 


aat 


ttt 


gat 


tqt 


cag 


aat 


gga 


get 


cag 


tgt 


ate 


gtc 


aga 


a ta 


3 4 08 


317 


Cy s 


Asp 


Asn 


Phe 


Asp 


Cys 


Gin 


Asn 


Gly 


Ala 


Gin 


Cys 


He 


Val 


Arg 


Tie 




318 








1125 








11 3 0 








113 5 






320 


aa t 




cca 


ata 


tgt 


cag 


tgt 


ttg 


cct 


99 


tat 


cag 


gga 


gaa 


aag 


tgt 


3456 


321 


Asn 


Glu 


Pro 


lie 


cys 


Gin 


Cys 


Leu 


Pro 


Gly 


Tyr 


Gin 


Gly 


Glu 


Lys 


Cys 




322 






114 0 








114 5 








1150 








3 24 


gaa 


aaa 


ttg 


gtt 


agt 


gtg 


aat 


ttt 


ata 


aac 


aaa 


gag 


tct 


tat 


ctt 


cag 


3504 


3 25 


Glu 


Lys 


Leu 


val 


Ser 


Val 


Asn 


Phe 


He 


Asn 


Lys 


Glu 


Ser 


Tyr 


Leu 


Gin 




326 




115 5 








116 0 








116 5 










328 


a tt 


cct 


tea 


gcc 


aag 


gtt 


egg 


cct 


cag 


a eg 


aac 


ata 


aca 


ct t 


cag 


att 


3552 


3 29 


Tie 


Pro 


Ser 


Ala 


Lys 


Val 


Arg 


Pro 


Gin 


Thr 


Asn 


He 


Thr 


Leu 


Gin 


He 






Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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L:13 M:271 C: Current Filing Date differs r Rep in cod Current Filing Date 
i. : 8 1 6 M ; 3 4 1 W : (46) " n " or " Xaa " u sed , for S FiiO ID# : 5 
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L 


1152 


M 


341 




(46) 


" n " 


or 


"Xaa" 


used / 


for 


SEO 


IDff 


8 


L 


1173 


M 


341 


VI 


(46) 


" n " 


or 


"Xaa " 


used, 


for 


SEO 


IDs 


8 


L 


1.179 


M 


341 


Vj" 


(■4 6) 


" n " 


or 


"Xaa" 


used 


for 


SFO 


TD# 


8 


L 


2306 


M 


3 41 


w 


(46) 


IT tl 


or 


"Xaa " 


uye(j . 


i^o.r 


SFQ 


1D# 


19 


L 


2 3 20 


M 


341 


w 


(46) 


" 11 " 


or 


" Xaa " 


used.. 


for 


SEO 


1D# 


19 
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